
−8.96

−3.24

2.47

8.18
KEGG_CHEMOKINE_SIGNALING_PATHWAY

G
S

Z
mBL
intermediate
non−mBL

GNG7
CXCL8
CXCL5
CXCL5
CXCL1
CXCL2
CCL20
CXCL3
CXCL8
CXCR5
CXCR5
PTK2B
PTK2B

NCF1
PIK3CG
PIK3CG
PLCB1
GNB5
PRKX
AKT1
CCR9

CDC42
PLCB2
GRK5

GNG11
CCL11

PTK2
TIAM1

FGR
PRKCZ
CXCR4

RASGRP2
RASGRP2
RASGRP2

CRK
STAT2
AKT2
AKT2
CCL8
CCL2
CCR2

CXCL12
PIK3R3
CCL13

HCK
STAT3
STAT3
VAV3
JAK2
JAK2

CXCR3
CXCR3
ADCY6

CX3CL1
CX3CL1

GRK3
JAK3
VAV2
VAV2

CXCL14
CCL21
CCL19

XCL2
XCL2

STAT1
STAT1
STAT1

CX3CR1
ITK

CXCL11
CXCL9

CXCL10
CXCR6
CXCR6

CCR5
STAT1

CCR10
CXCL13

CCR7
CCL22
CCL17

−2.7 2.9∆ e



−6

−4

−2

0

2

4

6

KEGG_CHEMOKINE_SIGNALING_PATHWAY
G

S
Z

on
−
off

# features = 251

1

13



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

KEGG_CHEMOKINE_SIGNALING_PATHWAY
G

S
Z


